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TreeGenes Database: History

dendrome.ucdavis.edu

— Began as the Dendrome project (USDA funded
initiative) in 1993 to hold forest tree genetic
maps and associated markers

— Expanded to other data types

* Sequence

— Resegeuncing, Large-Scale Genotyping, Transcriptomics/
Expression

— Full Genome Sequences

 Analysis and Visualization Tools
— Ability for users to mine the data e
reeGenes

 Resources for the user community
— Literature, Colleagues
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2,060 users from 849 organizations in 94 countries

Unique Web Visitors to TreeGenes Database per month, June 2013-June 2014



TreeGenes Database: Species

* 1,290 species from 101 genera
— At least one genetic artifact from each species
— Conifers but is also inclusive of all forest trees

 Full genome sequence: 13 species

* Transcriptome/Expression resources:
3,920,817 sequences from 263 species

* 106 genetic maps from 35 species
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Automated
User submissions
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Automated % NCBI

= ePubmed ArticleSets

— NCBI (primary repositories) e et s i s

* Protein, EST, cDNA, TSA, Unigene S

databases s

e Introduced to TreeGenes with added S

<Day>l i< Day>
wTute Revisods

— <iribche PubModel="Elcctronic-oCalloction
value - Jouenab>
<IS5N Lssn Types"Eleotronic “»2 16804 500 155N
= o Journsllssue ChedMediums"Pries"»
<« ¥Volumies | oVolames

* Information should be sent to primary —

o ¥ears30] 3o Years

dbs first e ™

<Thle>Applications in plant sciences<Tithe>
<IS0Abbreviation>Appl Plant Scl<150Abbreviation>
</ Journaks

- I_ ite ratu re -“ﬁr:pnrgum?nrmmlu 1o tho stedy of pollination drope

<rArticleTitles

« Web of Science, PubMed ——

<ELocationlD EIdType="doi" Valid YN="""=10.3732/apg
<ELocationlD ELdType="pil" Valid¥N=""">apps.1 30000
= <Absiract>
«<Absiract Text Label="UNLABELLED >/ Absiract Te
= wAbsiractText Label="FREMISE OF THE 5TUDY™ Kla
Pollination drops arc a formative component in gymnos
sexual reproduction, +
</ Abstract Text
= wAbsiract Text Label="METHODS" NimCategory="ME
Pollination drops wen sampled from elght gymnospers
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User submissions
— Internal projects or collaborations (day one)

— Submissions of data post-analysis at publication
time
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User submissions (Software with full front-end and back-end support)
Laboratory Information Management System
Sequence, Genotype, Phenotype, Environmental Information

Upload phenotype /
smsems s e oo €NVIFONMental data

8C000L heecle
BCO002 Noedle
B8C0002 Neecle
Bloooa Needle

Track barcoded samples from collection
through sequencing

1

"N

NID 17.477 W97 44 1
7 a3 NULL MULL

8C000s Neecle 172,477 %
» BEO0OS Needle N3O 17.477 W97 44.3 15.5 400
— P BL0007 Needle 1 KIO L7477 WeZ 44 i6.6 995
FTGSC Sample Submission Form P BLOOOB Needle NID 17.477 W97 44 12.7 998
Flease fill out and submit the form below. After the form has been submitted, you will receive L tree0ls BC0009 Neecle N3O 17.477 W9P s $5.5 100
trec015 BEOO) d 197 M
shipping inatructions along with & Shipping Receipt which must be includad with your shipment. ’v‘ :'EQO; :_gg,’? ::L: :;g Z; :;; ':f;, :: 7: 2 ho';
) t C0011 ) w 1 1

Sample Search Depending on how you fill out the form below, you may or may not receive barcodes for your Pt trecD0S BCODIZ Needle NID 17.477 WS7 44,326 Sample & 155 103
Order Form samples. L tree009 B8L0013 Neecle 017,477 Sample ? 165 104
¥ tree010 BCO014 Neecle 7.477 W97 24.328 Sample 8 12.7 104

Population Sets e P tree011 BCOOLS Needle 7477 W97 44,329 NULL NULL NULL
Select your institution or company name: P tree012 BLOO1G Neecie N30 17.477 W97 44.330 Sample 11 103.4 676
Phenotypes [ 3] ¥ tree01) BCO017 neecie 5 NI0 17.477 W97 44331 Sampie 12 124.1 678
Ecnlogical S Pinus taeca trec0ld BLODIS Neecle N3IO 17.477 W97 44,332 Sample 13 1869 680
ral Site . § 20 Pinus tacca treeQlS BC00I9 Needle N3O 17,477 W97 44,333 Sample 14 168.7 68l
Descriptors If not listed, register your lab here. 21 Pinus taeca tree0D7 BLOO0 Neecie NID 17.477 W97 44,334 Sample 14.4 103
~—= . . 22 Pinus wece Teed0s BCO0ZL Neecie 0 NIO 17.477 W97 44,335 Sample 15.5 103
Sample Submission Contact information: 23 Pinus taeca trec009 BCO022 Neeale 11 NID 17.477 W97 44.336 Sample 166 104

Principal Investigator's Name:| 24 Pinus taeda treel10 BKO02) heedle NIO L7.477 We7 44 Sample 12.7

Protocols

|

Principal Imvestigator's E-ma iI:| |
Project Coordinator's Name: | |
|

|

Project Coordinator's E-mail: |
Project Coordinator's Phaone: |

Shipping Address:
(for parcel packages)

Data can be integrated
) into TreeGenes in real time
Parefr e o e ampesbe g e FCSC o a3 pputen or at project end

entered here will be used to describe your population set from within the FTGSC tracking system.

Pleasa describe the population set and the research it has been used for.
Dlascs srder 3 decrrrdin Frae e e mraasladin cot and rerwids drarmafice ahead Hha rocasrrdb ohadioe
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User submissions: external
Most submissions from TGG

Submit genetic maps or population
study data

Obtain TGDR accession

m TreeGenes Data Repository g

Alisting of data submissicns B deplayed below.
To submit daia o TreeGenes, click hare

Accession  Paper Title Specati Dara Sardtcd.
W01 TRORNOL Ansociabion Pt Total St 1
ganetios of raits URChOCApS Total Sampies: 480
comirolieg lignin Tolal Caedbypei: 419530
and celluboss Solad AFLP Markers: 0
Bneynihetis Total RAPD Maries; 0

{ Parpd i ot opSER, Marlers: B
trichocanps, Totah 250 Harkari: O

Saliscene) ol Prenotypek 1344
seczedary aplam ol Erovieariraetals |pir il &

WS TGO Adtie ity e e ol Siex: 59
gunatic waristion in  acotissles Totel Sacgieic 1157
ki Total Gasnolppdt! 12912
[TEST R Toinl AFLP Myrkars: O
important trea Tl AAPD Marioir:
] Totah GNP Maraers: 0
Satoyama, & Total cpSR Markeri: §
Lie 5 LB e Toinl S5R Harkers: O
lapaneose necal Totsl PRanctyoei: O
Poiesn g Tt Erairnimeties | e Samoie)
agricuitunal Total Erviconmaniaiy {per sie): 0
landscape, revealnd
b b Eephaan
microsstaiitn
ke
IEma TERNT Extwrsnvn saifing in L “olal e
B el B i Toinl Sempier 115
population of P Totsl Garoiypet: 464
AP Total AFLP Markers: 0
parsificn Total RAPD Murioes: O
(Pinacana) i e Ealal GNP Mivai 0
Bty Hille, Japan Tolnl CpESR My O
Botal S5R Harkery: 4
ot Prenohypes §
Total Erviconmactiin | per slrmole): O
Total Ervisonmentais. {per soe): B
HRFRE TFet P TRORIDS Pollan dmpormal Prysimlanopy Folal Steic §

wiil Nine-soala Ehlioh b ot Sarmpienc 855
smatisd genatic Total Gavctype: 13700
Hructune of ol AFLF Markers: 0
Bryobalancps Tolal AAPD Marows: O
lanceolata in & Fotall 5P Marwery

Bewirann (ain foret Totad SRR Markery O

number!

Duatw Files

Covariste Data [Populstion Structurs)
Geapbypee st {5WF)
GPE Daks

Hapiotype Dt
Fhanotyps Dats
Phoretype Dufindtiem

Gearrtypet Dt (LpSSAY
GPS Dats

Hagdobyet Clata
Supplmantsd Daes

Genotypa Deta [55R]
GFS Data

Supplomentsd Dats
S Prbiemai it Db E
Supplomantsd Duts
B pplerapatsl Data

Ermvirgnmuontal Matng Data
Ervironmental Mens Defnitions
Ganctyss Data [S5A]
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Interfaces
— Existing viewers
— Custom development
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Comparative mapping | [ ===

[

Scarch On: [ Mame Euur_Cliggfﬂii_nz
W hame |
Szarch For: Pt - EIEE'

e o e = o e R e i “=—-zzrEuurCIRAD_T . 1_BUGS2 006

sl ames mith commas o risRece. e ™" o " i ikl T Ml Mnature meth s i

name ReToed Bhe s i daulve sustes, &g, “abe 1217 Il.'unur'J"ltvﬁﬁ_Z‘B-lJ
frardR10_1551-1+

Restrict  --All Species--

species:  ACAcia mangism _4 | ffisEuur E2i 510
Castanes satva i SF | B 459 340
Crypromeria japonica ;'f; jrapdl0S_T7S0-2+

Restrict “—-All Faaturs Typas-- Y firapdNe7_738.2-

2 rapdz 05 _1626.1-
feature types: AFLF ,."I.'I:"

¢ CNIan i ffsEer-Esere-o
A Centromere ! rapdT16_1102.1+

I-Ill-b

40

' a'."l jrapdY13_869.1+

L SR LR : & | / 'I'lllllgcnc:EgTubH 1_US7794
=¥ f f/f;e54Euur_EQ_CIRADEFEG
y ! ﬁ"fzstEuurIQ CIRAD0GD12
r— ' J( | rapd114_1288.+
P TR - =i_ ! f/‘ (aEuup_E2i 10441
y ' . . =¥ H‘,quur‘_Pll‘H 105.0
Ref. Specles: Murray red gum (Eucalyptus camaldulensis) i | Change Species Iﬁ( ' \aEuur_Ep_1007. 1
Ref, Set:| Constic ; Euca_UFV_gematic_2014_Alfenas 1 @ §aq P
Mame {optiomn): 4 gﬂqudHH_ﬁﬁﬁﬁ
g;— cqEuur_ES0_11Z.m
PSR O IONERRACt il | - / yaEur_FHL_122.1

Submit aunulelSl 125.0
1_ ;ﬁf quHr‘J’ la_i24.0

o ¥ # ~aEuur_Hd_124.0
o~ T S estEuw EG_CIRADOSDI1
- Nag +
0=124 ch
Euca_LIPY 2014 1 [scider) |0 Bt o Buit 008 [165.80013  |7238%
[Euca UP¥ 301410 {spicer] [0 Bunk o Bt 000 [1ma0)n [saek
Euca_UTY_1118_11 {soicer) [0 e 0 Bt 0o [pas |6 |szeax AR T L]
Buca LY 3014 3 [soer) |0 Bfine o Bt 0.00_[8500 |9 [oaquna — EST
Euca_LEY 20143 (spider) [0 Ojuni ] Bunit 000 [1480 (3 |00k — GENE
Euca_LFV_2004_4 [sioery |0 Biunk B B 000 |7030 |8 |0diew - g;‘",;D
Euca_LIFY_7014_5 [spicer) |0 Diunk 0 Wit D00 |5320 |3 |s639 — £ch
Euca_LiV_J014_6 (spioer) |0 Tionk 0 Dot 000 1849008 |55.2LK
Fuca_LEy 7014 7 [sider) |0 njunk ] ot [ ) G Heru Swurbols:
Euca LIFY 3014 B [soider) |0 fifunik 1] 'uit 0.00 |[67.20 |8 [HFAT
[Euca_Lv_imiis 3 jspicery |0 Bk o it (Y ST O TS [i] Har Set Info

Hap Details

MR Mok ce U an:
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‘ Genome browsing & annotation
GMOD

lﬂmnﬂpl{ﬂhcmnmnd}m w.0: 8441 wmm_nm

Salect Tracks Custom Tracks Pn
B
Landmark of Feglon: [Amvertate Revirienam e Cnfigure._
seafioid 20 L <6104 [P B
Exmmplen: scafioid 30, Chrl, CRliE, Save Sraow Lowd Seaphot
|ata Bource - i ey ¥
Parichocarpa (Black omomwnod) Conceme v SerollZoom: Shazewi 1kbp = Flip
[ Orvtrien I
el Feld_ e |
AT e e
-\ f + 4 f + + e B Asgion
I Details . | —
L sealFald ph: 54,0 ki [
Lo Zam == o S . ok [2H o
CoF L]
............ .t * ymea .
*E0E-0 =AD&
..... ' e e .
H]
i
FL 11 [
.....
s T Cmar hughingtirg
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o — Bulk retrieval of resequencing data,
- genotypes, and phenotypes

cartograiree  treegenes  dendrome plone

+ Documentation e

[ [

_‘_-_E_':‘_S_’I_‘_{???_B_?]E) ____________ ?___ 3080 _ 14784 01 2 clcumlinidinding domain, CaLs : __14?54
) 5737 |0 2632 01 |Plastid lipid-associated protein/fibrillin conserved domain |0_2632
_‘f_(;f)_ﬂ_t_lg _____________________ 9 4 6820 |0 4536 01 z:::alizi?n :iiril:;fr aratein/seed starage/trypsin-alpha |0 4936 Yog Yos
+ Amplicon 6 6820 |0 493601 -Zg;td:fid transfer protein/hydraphobic protein, helical 0.4936 i g
Amplicon Name: — ﬂ 12903:2_935?_02 :zlsr:ta:l:id transfer protein/hydrophabic protein, helical 12 ass7 s ok
sm—;féir;f:;lk - . EJ sswap.info @view selected .‘ dewnload list A
U(Bx: XP_DO2285663)
BLAST GenBank - &
DiversiTree
BLAST Hit:
(Ex: ATFase)
GO Term:

(Ex: Heat shock)

InterPro Term: lipid
(Est: Lipid)
Enzyme:
(Ex: ATF)
Results: 86
[ Display |
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Download results

N
\/

] cartogratree  treegenes  dendrome plone
+ Documentation e
| |
+ EST (GenBank) e 1687 ;_1. :Pinu taeda (Loblally P’me ‘copper ion binding: | Yes
----------------------------------- #3140 0_17607 Pinus taeda (Loblolly Pine) ‘copper ion binding Yes
i CD]'ltig e 23866 01829 Pinus taeda (Loblolly Pine) ‘copper ion binding Yes
8909 ‘0_2414 Pinus taeda {Lablally Pine) |copper ion binding Yes
RIS Senllence: é.' 10857 ;B‘_3§3}' Pinus taeda (Lablolly Pine) \copper ion binding Yes
(PR COADA ) 11256  0_4342 Pinus taeda (Lablally Pine) \copperion binding  |Yes
Contig Name: é" 13739 0_7&78 Pirus taeda (Lablolly Pine) \eopper ian binding Yes
{Ex: 0_B156) 14065 50_3291 Pinus taeda (Loblolly Pine) ‘copper ion binding | Yes [Yes
BLAST GenBank 14200 08415 Pinus taeda (Loblolly Pine) ‘copper ion binding- | Yes |Yes
Accession: él' 14320 0 8531 Pinus taeda (Loblolly Pine) ‘copper ion binding Yes Yes
[z 15122 |0 9288 Pinus taeda (Loblolly Pine) ‘copper ion binding Yes | ¥es
BLAST GenBank h. 15266 0_9423 Pinus taeda (Lablally Pine) |copper ion binding Yes ¥es
(Ex: 270238748) 22822 21343 Pinus taeda (Lablolly Pine) (copper ion binding Yes Yes
RUAST Hit: 30763 51_3946 Pinus taeda (Loblolly Pine) E:opper ion binding Yes Yes
£g47012 |CL1367Cantigl Pinus taeda (Loblolly Pine) |topper ion binding Yes Yes
{Rn-hme Altasel tg4B716 |CL2GE2Contigl Pinus taeda (Loblolly Pine) |copper ion binding Yes Yes
GO Term copper lon binding €g49217 |CL3147Contigl Pinus taeda (Lablolly Pine) |copper ion binding Yes Yes
{Ex: Heat shock) €g50235 |CL4447Contigl Pinus taeda (Loblolly Pine) |copper ion binding Yes Yes
InterPro Term: €g50336 |CL4575Contigl Pinus taeda (Loblolly Pine) |copper ion binding Tes | Yes
: €g50472 |CL4726Contigl Pinus taeda (Loblally Pine) |copper ion binding Yes Yes
GALEEl 50688 :CLSEDCUmigl Pinus taeda (Loblolly Pine) ;copper ion binding Yes =il
Enzyme: €» sswap.info @view selected F
(Ex: ATF)
Mark all species of interest
Select: ALL | NOME
Abies alba
Abies concolor
Calocedrus decurrens
E‘j Cedrus deodara
[ | Crvnfomeria iannnicra
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Download results or pipe to CartograTree via SSWAP
S (Simple Semantic Web Architecture Protocol)

cartogratree  treegenes  dendrome plone

+ Documentation 9 800 g - + "
"""""""""""""""""""" | : e peiima sy « | (- Qidls - B
i I o
+EST (GenBank) e 1697 011582 Pinus taeda (Loblally Pine) S i B P
----------------------------------- #140 017607 Pinus taeda {Loblolly Pine)
i CD]'Itig 6 23866 01829 Pinus taeda [Lobl.nlh' PE'@ ) - -
FARTh 9909 iﬁ_,z-l-l'é Pinus taeda (Loblally Pine) ‘) s‘ ‘ I "I ) I} } ()
uence: )
s dg | 10057 03937 Pirus tasda (Lablolly. Pine) h L4 . :
(EELCORTAR 11256 04342 Pinus taeda (Lablally Pine)
’ o Wl . - Logis Reguux
Contig Name: g | D720 0787 Pinus t4eda (Lablally Fine) ¥ New pipeline e
{Ex: 0_B158) 14065  0_8291 Pinus taeda {Lablally Pine)
|
14200 08419 Pinus taeda (Loblolly Pine)
BLAST CenBank o &5 ¢ By:Eine) — Drag ares
Accession: 14320 |0_8531 Pinus taeda (Loblolly Pine) -
[z 15122 |p_9z88 Finiis taeda (Lablally Fine)
BLAST GenBank ! ‘ 15266 :0_9423 Pinus taeda (Loblally Pine)
Gl: (Ex 370238748) 22822 52;_1_.343 Pinus taeda (Lablolly Pine) " Set
30763 2 8946 Pinus taeda (Loblally Pine) = i gt Dt
BLAST Hit: | — o
£g47012 |CL1367Cantigl Pinus taeda (Loblolly Pine) oy Eote =
(Ex: p-type ATPasel | ; ; Dues S LML hop ey inda'poimy Snkeredon 1S | 2 Sl ) dc TraTT 1860
tg4B716 |CL2GE2Contigl | Pinus taeda (Lablolly Pine) Prrated by betp s dordmeme sotve ods rrasaors vons geaon Corsphon e
COTerm: | conperion binding | 949217 |CL3147Cantigl Pinus taeda (Loblolly Pine) i
{Ex: Heat shock) €g50235 |CL4447Contigl Pinus taeda (Loblolly Pine) |copper ion binding Yes [ Yes
- €g50336 |CL4575Contigl Pinus taeda (Loblolly Pine) fcopp:r ion binding Yes E‘(es
i €g50472 |CL4726Contigl Pinus taeda (Loblally Pine) |copper ion binding Yes |¥es
Ex: L |
et 50688 |CL369Contigl | Pinus taeda (Loblally Pine) SLL ging Yes | Yes |
Enzyme: @uiew selectad ‘ download |ist A
(Ex: ATF)
Mark all species of interest
Select: ALL | NONE
bies alba
bies concolor
alocedrus decurrens
edrus deodara
rwntameria ianonicra
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~ =1 1
v L 1li 3‘5_2) rd Irc
es About TreeGenes DiversiTree Example Contact Credits
EQrmonton (&} - - - - -
= Select ArcGIS layer ~ || Terrain >
Map Display o R ! '
oearch 1or a tree id winglpeg
lr ..:.;. K OF -l'..'.,_-:.':. for multinle eslactions " 1 | i J‘L
Cirl+Glick or Cmd-+Click for multiple selections [?J S
i ‘ DAKOTA
P Published Studies i TN ey SOUTH ﬁ w
b Tina e (A "'F . . DAKOTA Q
' IDAHO S5 Wy oMING
» Environmental s : ) [OWA
* Phenotypes [ e~ S — SHERRASE @ %ur:
G, 'SV e ted States !
' e g O ov o o8 KANSAS
i oLas Ve ! %
Filter Map Display : *‘ - u&
o NE EXICO [}ailasD
__Phaeni j
[ Sequenced (83) & g "“w-af\ A @,--' '
L~ ol ] gy
[ Genotyped (2940) @ % IS )

(1 Phenotyped (9385) @& ‘5,,0 \

— Providing context to geo-referenced data

— Oiflgmated from Tree Biology Working Group through
IPlant



TreeGenes Database: Interfaces

dendrome.ucdavis.edu

-~ ~~ 1
\H‘!..."F’, {;,J ..l i if} .Ll ]
O
es About TreeGenes DiversiTree Example Contact Credits
EQmonion (&} - - - - -
= Select ArcGIS layer ~ || Terrain >
Map Display f A 4 5 ey ’ ;
dl
- ~rek fr =~ freses ' gary 1 . :
oEarcn 1or a wree id wmgmeg
Ciri+Click or Cmd+Click for multiple selections ﬂg‘ P }L
T

# Published Studies | 3 (o 2 N SOUTH
S e Ciy e | DAKOT*\&
axa J IDAHO

) U WyOMING J

i i { NEBRASK @ '

! { e — S — | LIt

RRADKLL T ,3«:“ States !
' - \ ov o ° KANSAS &1

- ;r :.-'-' A @_

. _oL-ésVe

: A

- NEU&AEKICO

* Environmental
F Phenotypes

Filter Map Display

[ Sequenced (83) &

[ Genotyped (2940) &
| Phenotyped (9385) &

— Data from TreeGenes, WorldClim, Amerlflux TRY-db
— Google fusion tables & Google maps
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& Cartogralree

About  TreeGenes DiversiTree Example Contact Credits

MEW MEXICO

o Exact (15) @
o Approximate (68) @ oty e LS YO
o Map gata ©2015 Google, INEGH ingv/Gebsmiemas SAL ZTENRIN | S00km i | Termaol Use  Meport a map enmor

Analyze the data

Map SQIECIID”

File~  Edit~ ow = | Tools~

# 1D AmpliconiD Top Blast Description (BLAST nr) Species-Specific BLASTs GO Annotations  Interpro Annotations  PFAM Annotation:  Discover pipelines at SSWAP
™ 1 0.10054_01 “NAC domain protein: IPRO03441 [Fo... "NAC domain protein: IPROO... *GO:0003676 nucl...-999 -999

& 2 0.10706_01 “uninformative (1.90E-27) (unspecifiad)” “uninformative (1.90E-27) (u... "G0:0009536 plas...-999 -999

™ 3 0.11090_01 “PREDICTED: protein OBERON 4-like..."PREDICTED: protein OBER... -999 "IPRO040B2 Protein of u...-999

# 4 01127001 *PREDICTED: probably inactive leuci... "PREDICTED: probably inact... “GO:0016740 tran. .. -288 998

@ 5 01138301 “PREDICTED: protein phosphatase 2... "PREDICTED: protein phosp... “G0:0001832 reg... -999 L

@ R A A1A4 M CDOENIATEN: Aalartass avidasa live  “ODEAICTEN: nalactaes mvi “IDBN1ATAT igwiinania  *DENAT1R Namain ~

— Retrieve genotype, phenotype, environmental, and

sequence data
— Further analysis (TASSEL, MUSCLE) via SSWAP
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Genome Sequence Annotation Server
— Can handle large, complex genomes

Gen &

Hallo GenSASusse Assonst Pags | Sais Homa | Lag

Curtent Project @ Al_isoig |

EEDIEDIEDIED D D A

WASHINGTON STATE = <[z ] . | —r
UN l ‘l\‘.-'r 111{5 Ir["Y' Tubs vill agpear Click the battons sbeve to meve J:ll,“::‘::; m e

to view the analvsis jobs

here to provide through the annotation

\\\f the content workflow. As vou complete n T T
needed for each stage the next button becomes for the project. Click the al Compieied

stage. Some tabs can be
closed and re-opensd later
s will alwavs

The tabsz vill

available, Click the Project button to
begin

Browssp tab o view the
predicted features aligned
to the genoamic sequetice.
Click the Sharing tab to

Compimied

Compiated

ottt B DT PTIR D

nstructions for share the project with
Crempaia
each workflow stage e n other GenSAS users, Click
the Manage Sequences ro—
=== tal to manage the —pla
uploaded sequetices.
i Compiuie:
Welcome to Genome Sequence T
Annotation Server ! sy
Compiie
Crempiihe
Compiaea ~

Browser
Shamag

Manage Sequendes
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Current Development
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— Save work, upload modifications for
approval

P1153

Gen &

O Welcome! x| O Annotate | i WebApolle x| iy JBrowse =
Reload JBrovwses | View JBrowss o 1
T
7 TR TR Available Tracks | Ul File  View  Took  Help
J.%Sl_l [ :\](_] l (_jN i IA] E‘, x jo [Tioooo 20000 30000 40000 50000 0000 70.00 000D  $0,000 A00000 110000 120000 130,000 140000
TERSITY e Iy : EI>one o Taim 10_c1_1500] + [TARTO_E1_T50BIE0 665 2 1300 | G0 |
UNIVERSITY | o= | T i
£ Comemss Gene S0t 1 iarcrtta hnnatiiors I e e W R —
\\/f Genican Had_{Fers .3
Simmeri A | —— (N ) () [ — =]
o SHAP 42 _|0V5_DOOO0EE, mi
) (e P ——— E—
= Other Festures 1 AFAIEL H H
Microatellite
WA an I
Augantisn . e — = ——
= Protein Alipnments 3 A0S 000001 g.mik
BLAST [protein)refieqnlac:
BLAST (proteindjiprot
ELAST (protedng|-tremb B Conbanpiis o St RO gl — e e, >
= Repeaty
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Future Development
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i; Tripal Tripal Galaxy
~ —Tripal
DrUpQI * Frontend & backend open source

database solution
e CHADO: database schema from GMOD

Mo
“CHADO * Drupal: open source web development
platform

* TreeGenes will transition into using Tripal
to ease data transfer
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Future Development
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Tripal Galaxy

— Galaxy
» Workflow & data analysis platform
 Build multi-step analysis pipeline
o Tripal Galaxy will develop modules for
analysis with Galaxy
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Future Development
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;i; Tripal Tripal Galaxy
— Work with other databases

DI‘Ule . Improve data integration, data transfer

— Pull datasets easily from other datasets
GM&D i
“CHADO & sources on the web for analysis
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