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Guiding Principles of the 
PineRefSeq Project

• EMPOWERMENT.  Our goal is to develop the technologies, platforms and 
bioinformatics infrastructures to rapidly and inexpensively sequence large 
and complex genomes of coniferous forest trees.  This will allow the forestry 
community to begin sequencing the many genomes of economic and 
ecological importance without a dependence on centralized genome centers. 

• ADAPTIVE. We recognize the sequencing technologies are developing rapidly 
and that we must have the expertise and flexibility to rapidly adopt new 
approaches into our overall sequencing strategy.

• COMPARATIVE. We recognize the power of comparative genomics 
approaches in assembling and annotating genome sequences and will use 
this approach throughout the project.

• Open Access. Unrestricted and rapid release of data.
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